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SEQUENCE LISTING 

<110> Saint Jude Children's Research Hospital 
Tuomanen, Elaine 
Atkinson, Robyn M 

<120> Diagnostic Assay for Antibiotic Tolerance 

<130> SJ-01-0022 

<160> 12 

<170> Patentln version 3.1 

<210> 1 

<211> 96 

<212> DNA 

<213> Streptococcus pneumoniae 
<220> 

<221> variation 

<222> (41).. (41) 

<223> residue 41 is a single nucleotide polmorphism 



<220> 

<221> variation 

<222> (67).. (67) 

<223> residue 67 is a single nucleotide polmorphism 



<400> 1 

tataacttga tagattatct ttctccgctg gaaaatatcc gattggtcaa caaaaaggca 
agcaagaata cacttcttga gcttggtttg gatgaa 



<210> 2 

<211> 96 

<212> DNA 

<213> Streptococcus pneumoniae 
<220> 

<221> variation 

<222> (41).. (41) 

<223> residue 41 is a single nucleotide polymorphism 



<220> 

<221> variation 

<222> (67).. (67) 

<223> residue 67 is a single nucleotide polymorphism 



<400> 2 

tataacttga tagattatct ttctccgctg gaaaatatcc aattggtcaa caaaaaggca 
agcaaggata cacttcttga gcttggtttg gatgaa 



<210> 3 
<211> 84 
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<212> DNA 

<213> Streptococcus pneumoniae 
<220> 

<221> variation 

<222> (35).. (35) 

<223> residue 35 is a single nucleotide polymorphism 



<220> 

<221> variation 

<222> (46).. (46) 

<223> residue 46 is a single nucleotide polymorphism 



<400> 3 

atgagaaagg aatttcacaa cgttttatct 
gcaagagact ataatagaaa atag 



agtggtcagt tgcttgcaga caaaaggcca 



<210> 
<211> 
<212> 
<213> 

■C' <220> 
<221> 
D <222> 
iff <223> 



4 

84 
DNA 

Streptococcus pneumoniae 



variation 
(35) . . (35) 

residue 35 is a single nucleotide polymorphism 



<220> 
fy- <221> 
in <222> 

<223> 



variation 
(46) . . (46) 

residue 46 is a single nucleotide polymorphism 



M <400> 4 

L&, atgagaaagg aatttcacaa cgttttatct agtgatcagt tgcttacaga caaaaggcca 
gcaagagact ataatagaaa atag 



<210> 5 

<211> 89 

<212> DNA 

<213> Streptococcus pneumoniae 



<220> 

<221> variation 

<222> (79).. (79) 

<223> residue 79 is a single nucleotide polymorphism 



<400> 5 

tagaacatga aaaattagct tatcgtttcg agatggagga gaatagttta accttcttta 
tagattttcc aaaagtcgtc caagactag 



<210> 6 
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<211> 89 

<212> DNA 

<213> Streptococcus pneumoniae 
<220> 

<221> variation 
<222> (79).. (79) 

<223> residue 79 is a single nucleotide polymorphism 

<400> 6 

tagaacatga aaaattagct tatcgtttcg agatggagga gaatagttta accttcttta 60 
tagattttcc aaaagtcgcc caagactag 89 

<210> 7 

<211> 20 

<212> DNA 

<213> Streptococcus pneumoniae 
<220> 

<221> primer_bind 
<222> (1)..(20) 

<223> forward PCR primer sequence about 255 bp upstream of Vex2 SNP 

<400> 7 

ctgctgaagc agtcctatat 20 

<210> 8 

<211> 20 

<212> DNA 

<213> Streptococcus pneumoniae 
<220> 

<221> primer_bind 

<222> (1)..(20) 

<223> reverse PCR primer sequence about 160 bp downstream of Vex2 SNP 

<400> 8 

ttcgacaata tctccagcag 20 

<210> 9 

<211> 20 

<212> DNA 

<213> Streptococcus pneumoniae 
<220> 

<221> primer_bind 

<222> (1)..(20) 

<223> forward PCR primer sequence about 90 bp upstream of Pep27 SNP 

<400> 9 

gagctcttgc tggatggtga 20 

<210> 10 
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<211> 20 

<212> DNA 

<213> Streptococcus pneumoniae 
<220> 

<221> primer_bind 

<222> (1) . . (20) 

<223> reverse PCR primer sequence 

<400> 10 

gtctgcaagc aactgaccac 



about 90 bp downstream of Pep27 SNP 

20 



<210> 11 

<211> 20 

<212> DNA 

<213> Streptococcus pneumoniae 
<220> 

<221> primer_bind 

<222> (1)..(20) 

<223> forward PCR primer sequence about 380 bp upstream of VncS SNP 





<400> 


11 




ccagatgacg caaaatctgg 




<210> 


12 




<211> 


20 




<212> 


DNA 




<213> 


Streptococcus pneumoniae 




<220> 






<221> 


primer bind 


u 


<222> 


(1) (20) 




<223> 


reverse PCR primer sequence 




<400> 


12 




attgattttc ttctaactcc 



20 



20 
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